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ABSTRAK

IDENTIFIKASI BEKANTAN (Nasalis larvatus Wurmb.) ASAL TATAKAN,
TAPIN, KALIMANTAN SELATAN BERDASARKAN SEKUEN GEN mtCOll
(oleh Alif Andika Berta Meylinda; Pembimbing Rani Sasmita; Badruzsaufari;
2023; 63 halaman)

Bekantan (Nasalis larvatus Wurmb.), merupakan spesies yang berstatus genting
(EN) menurut IUCN Red List dan termasuk dalam Appendix 1 oleh CITES serta
menjadi hewan dilindungi di Indonesia. Dalam upaya pelestarian bekantan,
khususnya yang berasal dari habitat rawa gelam seperti di wilayah Tapin,
Kalimantan Selatan, maka perlu dilakukan identifikasi menggunakan data genetik
bekantan seperti menggunakan teknik DNA barcoding. Penelitian ini bertujuan
untuk mengidentifikasi bekantan asal Tapin, Kalimantan Selatan menggunakan gen
mtCOIll dengan teknik DNA barcoding serta untuk menganalisis hubungan
kekerabatan bekantan di Kalimantan Selatan menggunakan pohon filogenetik
berdasarkan gen mtCOIll. Penelitian ini dilakukan dengan beberapa tahapan,
dimulai dari pengambilan sampel di Tatakan, Tapin, Kalimantan Selatan, lalu
sampel diekstrak untuk diperolen DNA-nya, gen mtCOIl sampel kemudian
diamplifikasi, dilanjutkan dengan sekuensing. Data sekuen nukleotida gen mtCOI|I
dilakukan alignment (penjajaran) dan kemudian direkonstruksi pohon
filogenetiknya. Hasil BLAST menunjukan bekantan asal Tapin mempunyai urutan
nukleotida gen mtCOIll yang identik sebesar 99,75-100% dengan urutan nukelotida
gen mtCOIl Nasalis larvatus yang tersimpan di GenBank. Analisis penjajaran
menunjukan terdapat lima mutasi subsitusi transisi dan dua mutasi transversi.
Rekonstruksi pohon filogenetik berdasarkan urutan nukleotida mtCOIl
menampakkan bahwa kekerabatan bekantan Kalimantan Selatan tidak selaras
dengan asal-usul bekantan tersebut sehingga sekuen gen mtCOIl hanya dapat
digunakan untuk mengidentifikasi bekantan namun tidak dapat menunjukkan asal
lokasi dari suatu individu bekantan.

Kata kunci: bekantan, mtCOIl, filogenetik, sekuen



ABSTRACT

IDENTIFICATION OF PROBOSCIS MONKEY (Nasalis larvatus Wurmb.)
FROM TATAKAN, TAPIN, KALIMANTAN SELATAN BASED ON mtCOll
GENE SEQUENCE (By Alif Andika Berta Meylinda; Adviser: Rani Sasmita;
Badruzsaufari; 2023; 63 pages)

Proboscis monkey (Nasalis larvatus Wurmb.), is an endangered (EN) species
according to the IUCN Red List and is included in Appendix 1 by CITES, as well
as being a protected animal in Indonesia. To preserve proboscis monkeys,
especially those from swamp gelam habitats such as in the Tapin area, South
Kalimantan, it is necessary to identify them using proboscis monkey genetic data
such as using DNA barcoding techniques. This study aims to identify proboscis
monkeys from Tapin, South Kalimantan using the mtCOIl gene using DNA
barcoding techniques and to analyze the kinship relationship of proboscis monkeys
in South Kalimantan using a phylogenetic tree based on the mtCOII gene. This
study was carried out in several stages, starting with collecting sample in Tatakan,
Tapin, South Kalimantan, then the sample was extracted to obtain the DNA, the
mtCOIIl gene of the sample was then amplified, followed by sequencing. The
mtCOIl gene nucleotide sequence data was aligned and then the phylogenetic tree
was reconstructed. The BLAST results showed that the proboscis monkey from
Tapin had nucleotide sequences of the mtCOII gene that were 99.75-100% identical
to the nucleotide sequences of the mtCOIl gene Nasalis larvatus stored in GenBank.
Alignment analysis showed that there were five transition substitution mutations
and two transversion mutations. Reconstruction of the phylogenetic tree based on
mtCOIl nucleotide sequences shows that the kinship of proboscis monkeys in South
Kalimantan does not align with their geographical origins, thus the mtCOII gene
sequences can only be used to identify proboscis monkeys but cannot indicate the
geographical location of an individual proboscis monkey.

Keywords: proboscis monkey, mtCOIl, phylogenetic, sequence
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